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Abstract—Indonesia is the largest supplier of patchouli oil in 

the world market, contributing 80%–90%. Most patchouli 

oil products are exported in the perfume, cosmetics, 

pharmaceutical, antiseptic, aromatherapy, and insecticide 

industries. The emergence of patchouli leaf disease 

significantly reduced the production of wet, dry, oil, and 

patchouli alcohol. Therefore, selecting patchouli cuttings 

(seedlings) that are entirely healthy and disease-free is very 

important to prevent disease transmission from one area to 

another. In addition, the selection of disease-free seeds is also 

essential to prevent the use of diseased patchouli plant 

propagation. So far, the early identification of patchouli 

plant health is carried out through visual observations by 

experts using antiviral serum tested in the laboratory. 

However, this testing process is expensive. Therefore, in this 

paper, we proposed a novel Convolutional Neural Network 

(CNN) architecture for patchouli leaf diseases. We proposed 

a system for early identification of whether a patchouli leaf 

is diseased or healthy. Our CNN model uses three 

convolution layers, a dense layer, and a dropout layer. We 

compare the proposed model with well-known models, 

namely EfficientNetB0, AlexNet, InceptionV3, MobileNetV2, 

and VGG16. The results show that the proposed model 

outperformed five well-known models as a comparison. It 

has been confirmed by predicting the new and different 

testing data. This research contributes to the early 

identification of patchouli leaf diseases to reduce the 

expensive costs of identifying patchouli leaf diseases.   
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I. INTRODUCTION 

Patchouli (pogostemon cablin benth) is one of the 

essential oil-producing plants, contributing to the foreign 

exchange of more than 50% of Indonesia’s total essential 

oil exports. Indonesia is the largest supplier of patchouli 

oil in the world market, with a contribution of 80%–90%. 

Indonesia’s exports fluctuate at an increasing rate of about 

12% per year, or between 700 and 2,800 tons. Meanwhile, 

world demand ranges from 1,200 to 1,500 tons with a 

growth of 5% per year. 

Most patchouli oil products are exported for use in the 

perfume, cosmetic, antiseptic, and insecticide 

industries [1]. The main benefit of patchouli oil is that it is 

used as a fixative (binding other essential oils), which until 

now has no substitute product. In addition, with the 

development of treatment methods, patchouli oil can be an 

option for aromatherapy because it is known to help cure 

physical and mental illnesses. 

Some critical diseases of patchouli that are currently 

spreading in Indonesia are bacterial wilt, budok, diseases 

caused by nematodes, white root, and leaf spot, and 

mosaic disease caused by viruses [2, 3]. The spread of the 

disease caused by the virus is swift now that its presence 

has been reported in patchouli production centers in 

Sumatra, Java, and Sulawesi [4, 5]. Infection with 

Telosma Mosaic Virus (TeMV) in three high-yielding 
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varieties of patchouli (Tapak Tuan, Lhokseumawe, 

Sidikalang) at six months after planting (first harvest) can 

reduce the production of wet, dry, oil, and patchouli 

alcohol production, 35%, 40%, 9%, and 5%, 

respectively [6]. The percentage decrease in production 

and oil content is expected to be more significant in the 

second, third, and so on harvests. 

Selecting patchouli cuttings (seeds) that are completely 

healthy and virus-free is very important to prevent virus 

transmission from one area to another. Virus infection is 

systemic, and patchouli plants are propagated vegetatively 

(cuttings). Therefore, it is essential to know whether the 

patchouli plant material used as the parent for propagation 

is free from viral infection. 

So far, the early identification of patchouli plant health 

is carried out through visual observations by experts using 

antiviral serum tested in the laboratory. However, this 

testing process is expensive. An inexpensive and fast 

detection technique in the field, such as artificial 

intelligence methods, is necessary. 

As a part of artificial intelligence, the Convolutional 

Neural Network (CNN) approach has been widely used to 

detect plant leaf disease infections early [7–10]. CNN has 

been applied, including image segmentation [11–14] and 

medical diagnosis [15–21]. As for the identification of leaf 

diseases, CNN has been applied for tomato [22–26],  

rice [27–31], banana [32–35], cotton [36–38], as well as 

bean and potato [39]. In previous research, we also 

identified the origin of Indonesian cloves based on their 

metabolite composition [40–43]. Based on this literature 

study, specific studies on the implementation of CNN for 

identifying patchouli leaf diseases still need to be 

completed. Therefore, we proposed a novel CNN 

architecture for patchouli leaf diseases. We proposed a 

CNN model using three convolution layers, a dense layer, 

and a dropout layer. We compare the proposed model with 

well-known models, namely EfficientNetB0, AlexNet, 

InceptionV3, MobileNetV2, and VGG16, for more 

comprehensive results. The proposed model is more 

straightforward than the aforementioned, as described in 

the method section. Our proposed model outperforms 

several well-known models. Therefore, we confirm that 

our model is suitable for the patchouli dataset because it is 

small. Meanwhile, the other models used for comparison 

are more complex. Hence, the results for the patchouli 

dataset as a small dataset are less suitable than the simple 

model we proposed. Therefore, based on this result, we 

propose using our simple and non-complex model for the 

small dataset category. 

The rest of this paper is described as follows. Section II 

describes the materials and methods used in this study. 

Section III presents the identification results of each 

model and its discussion. Finally, in Section IV, we 

concluded the findings of this study. 

II. MATERIALS AND METHODS 

A. Dataset 

The dataset used in this study was obtained from Balai 

Penelitian Tanaman Rempah dan Obat (Indonesian Spices 

and Medicinal Crops Research Institute). The image 

dataset consists of JPG images with a 3,096×4,128 pixels 

resolution. This study used a dataset consisting of two 

classes, namely the healthy and diseased patchouli leaves. 

The patchouli leaf visualization used can be seen in Fig. 1. 

The number for healthy conditions was 200 images and 

the number for diseased conditions was 200 images. Then 

the dataset is splited, 80% for the training data and 20% 

for the validation data. To get better results, we using new 

and different testing data, 20 images each for healthy and 

diseased classes. These images have never been involved 

in the training and validation process. 

 

 

Fig. 1. Photos of healthy and diseased patchouli leaves. 

B. Convolution Layer 

The CNN technique employs the convolutional layer to 

extract characteristics from the image by utilizing local 

information. The kernel is positioned at the top-left corner 

of the image. The pixel values within the kernel are 

multiplied by the appropriate kernel values, resulting in a 

set of products. These products are then summed together, 

and finally, the bias is added to the sum. The kernel is 

shifted by one pixel, and this operation is iterated until all 

potential positions in the image are filtered. 

C. Pooling Layer 

The pooling layer is implemented after the convolution 

layer. The dimensions of the resultant matrix formed from 

the convolution layer are decreased in the pooling layer. 

While it is possible to utilize filters of various sizes in the 

pooling layer, a commonly employed choice is a filter 

with dimensions of 2×2. This layer can utilize many 

functions, including max pooling, average pooling, and 

L2-norm pooling [44]. The study employed a max-pooling 

filter with a stride of two. Max pooling involves finding 

the highest value inside rectangular sections and 

transferring it to a new matrix. Maximum pooling 

partitions the input image into many rectangular sections 

according to the size of the filter, and the resulting output 

is the highest value inside each rectangular zone. 

D. Activation Layer 

1) Rectified Linear Unit (ReLU) 

The activation function exhibits a nonlinear 

relationship between the input and output layers. 

Nonlinear network learning takes place through the 
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activation function. The often employed activation 

functions encompass linear, sigmoid, hyperbolic tangent, 

and Rectified Linear Unit (ReLU). Nonlinear ReLU is 

commonly employed in Convolutional Neural Networks 

(CNN). The ReLU activation function sets values below 

zero to zero, while values above zero remain unchanged. 

The ReLU function is mathematically defined as follows: 

𝑅𝑒𝐿𝑈(𝑥) = {
0, if 𝑥 < 0

𝑥, otherwise
  (1) 

2) Softmax 

The softmax activation function is utilized in the last 

layer to compute the expected probability for each class. 

The output is determined by selecting the class with the 

highest probability. The mathematical expression for the 

softmax function is provided in the reference [45]. 

𝑆(𝑦𝑖) =
𝑒𝑦𝑖

∑ 𝑒
𝑦𝑗𝐾

𝑗=1

   (2) 

where 𝑒𝑦𝑖 and 𝑒𝑦𝑖 state the probability belonging to the 𝑖 
and 𝑗  categories respectively. 𝐾  denotes the number of 

categories. The softmax function calculates the prediction 

of each category, 𝑆(𝑦𝑖). 

E. Loss Function 

In this study, we use binary cross-entropy as a loss 

function. Binary cross-entropy is given as follows. 

𝐽𝑏𝑐𝑒 = −
1

𝑀
∑ [𝑦𝑚 × log(ℎ𝜃(𝑥𝑚)) + (1 − 𝑦𝑚) ×𝑀

𝑚=1

                                 log(1 − ℎ𝜃(𝑥𝑚))]  (3) 

where 𝑀 denotes member of training examples, 𝑦𝑚 states 

target label for training example 𝑚, 𝑥𝑚 denotes input for 

training example 𝑚 , and ℎ𝜃  states model with neural 

network weights 𝜃. 

The first term in Eq. (3) discourages the occurrence of 

probabilistic false negatives throughout the training 

process. For example, let us say we have a training sample 

with a goal value of 1, but the output of the machine 

learning model is 0.8. It is established that there is a 20% 

probalistic of a false negative occurring. From a Bayesian 

perspective, the model exhibits a confidence level of 20% 

in an incorrect outcome. The loss function penalizes this 

20% by returning the −log(0.8) = 0.09 result. When the 

binary classifier produces a one as output, it correctly 

predicts the training example, resulting in a −log(1) = 0 

loss. This also holds for the second term and probabilistic 

occurrences of false positives [46]. 

The stages carried out in this study are described in 

Fig. 2. The first stage is image input from the dataset that 

has been prepared, namely the image of healthy and 

diseased patchouli leaves. The next stage is the CNN 

model training using EfficientNetB0, AlexNet, 

InceptionV3, MobileNetV2, VGG16, and our proposed 

model. In the final stage, the training result database was 

used to identify healthy or diseased patchouli leaves in the 

new and different testing data. 

 

 
Fig. 2. The proposed model for Patchouli leaf disease identification. 

F. EfficientNetB0 

The EfficientNet model was introduced by Tan and 

Le [47]. The findings of this research were showcased at 

the prestigious International Conference on Machine 

Learning in 2019. The researchers studied model scaling 

and discovered that achieving a careful equilibrium 

between the network’s depth, width, and resolution can 

enhance performance. Upon analyzing this discovery, 

they proposed a novel scaling technique that consistently 

scales all aspects of a network’s depth, width, and 

resolution. A neural architecture search was employed to 

build a novel baseline network. They increased the models’ 

size to create a group of deep learning models known as 

EfficientNets. These models produce significantly higher 

accuracy and efficiency than earlier Convolutional Neural 

Networks. 

G. Alexnet 

This model, Alexnet [48], emerged as the winner of 

Imagenet’s large-scale visual recognition contest. 

AlexNet consists of eight layers with adjustable 

parameters. The model comprises five layers, 

incorporating a sequence of max pooling followed by 

three fully connected layers. ReLU activation is used in 

each layer except for the output layer. The researchers 

discovered that employing the Rectified Linear Unit 

(ReLU) as an activation function significantly enhanced 

the training process, resulting in a nearly six-fold increase 

in speed. In addition, dropout layers were employed to 

mitigate overfitting in the model. The model underwent 

training using the ImageNet dataset. The ImageNet dataset 

has over 14 million photos across a thousand distinct 

categories. 

H. InceptionV3 

Szegedy et al. [49] suggested InceptionV3, which 

exhibits superior generalization capabilities, as described 

in their publication. This architectural design emerged as 

the victor in the 2014 ImageNet Competition. In 2015, 

Google introduced InceptionV3, a neural network 

architecture comprising many stacked and enhanced 

Inception Modules. The Inception Module consists of four 

main components: 1×1 convolution, 3×3 convolution, 5×5 

convolution, and 3×3 max pooling. The outcomes of the 

four component actions are merged on the channel. 

I. MobileNetV2 

Sandler et al. [50] proposed MobileNetV2 in 2018. 

Every block in MobileNetV2 consists of a 1×1 expansion 

layer, along with depthwise and pointwise convolutional 

layers. The pointwise convolutional layer in V2 is defined 

as a tensor with many channels. The limiting factor is the 

leftover bottleneck block. Before delving into depth-wise 
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convolution, a 1×1 expansion convolutional layer will 

augment the number of channels in the data based on the 

expansion factor. The remaining connection was the 

MobileNetV2 block. A residual connection is present to 

facilitate the flow of gradients through the network. 

MobileNetV2 offers the option to use batch normalization 

and ReLU6 as activation functions in every layer. 

Nevertheless, the paper layer’s output lacked an activation 

function [51]. The MobileNetV2 design comprises 17 

consecutive bottleneck residual blocks, followed by a 

traditional 1×1 convolution [52], a global average pooling 

layer, and a classification layer. 

J. VGG16 

In 2014, Simonyan and Zisserman [53] proposed the 

VGG16 model. This model has several distinctions from 

prior high-performance models. The first model employs 

a small 3×3 receptive field with a stride of 1 pixel, while 

the AlexNet model utilizes an 11×11 receptive field with 

a stride of 4 pixels. The 3×3 filters were merged to create 

an expanded receptive field. Using numerous smaller 

layers instead of a single large layer has the advantage of 

including more nonlinear activation layers with the 

convolution layers. It leads to enhanced decision functions 

and enables the network to converge rapidly. Furthermore, 

VGG employs a diminutive convolutional filter, 

mitigating the network’s inclination to overfit during 

training sessions. The best size for a filter is 3×3, as a 

smaller size is insufficient to collect both horizontal and 

vertical information. 

K. The Proposed Model 

In this study, the proposed model is using three 

convolution layers, dense layer, and dropout layer. The 

first and second layers are using 16 filters and third layer 

is using 32 filters. All layers using 2×2 of filter size. Then 

Flatten layer is used to create one dimensional set of data. 

Dense layer with 512 neurons is used in this model. To 

avoid the overfitting, the dropout layer with 0.5 is used. 

The proposed model can be seen in Fig. 2. 

L. Evaluation Metrices 

The model’s performance is evaluated based on several 

parameters, including accuracy, precision, recall, F1 score, 

and AUC-ROC. Before these parameters are introduced, 

the concept of a confusion matrix is introduced first. The 

confusion matrix displays the accurate or inaccurate 

prediction outcomes in binary classification. The concept 

comprises four components: True Positive (TP, predicted 

positive and was positive), False Positive (FP, predicted 

positive but was negative), True Negative (TN, predicted 

negative and was negative), and False Negative (FN, 

predicted negative but was positive). Next, the accuracy is 

computed utilizing the subsequent formula. 

𝐴𝑐𝑐𝑢𝑐𝑎𝑟𝑦 =
𝑇𝑃+𝑇𝑁

𝑇𝑃+𝐹𝑃+𝑇𝑁+𝐹𝑁
  (4) 

 

 

 

Furthermore, precision predicts the proportion of 

correct predictions. 

𝑃𝑟𝑒𝑐𝑖𝑠𝑖𝑜𝑛 =
𝑇𝑃

𝑇𝑃+𝐹𝑃
  (5) 

Recall predicts the correct proportion of positives. 

𝑅𝑒𝑐𝑎𝑙𝑙 =
𝑇𝑃

𝑇𝑃+𝐹𝑁
   (6) 

The F1-Score considers precision and recall rates. 

𝑅𝑒𝑐𝑎𝑙𝑙 =
2×𝑃𝑟𝑒𝑐𝑖𝑠𝑖𝑜𝑛 ×𝑅𝑒𝑐𝑎𝑙𝑙

𝑃𝑟𝑒𝑐𝑖𝑠𝑖𝑜𝑛+𝑅𝑒𝑐𝑎𝑙𝑙
  (7) 

III. RESULTS AND DISCUSSIONS 

In the Results section, we present the performance of 

each model, including our proposed model. We evaluated 

the performance of each model based on several 

parameters, including the accuracy, precision, recall, F1-

Score, and AUCROC. 

A. Accuracy 

Fig. 3 shows that the proposed model outperformed five 

well-known models used for comparison. None of the five 

methods exceeds 0.9 for validation data and new and 

different testing data. Meanwhile, our proposed model has 

an accuracy of 0.96 on validation data and 0.95 on new 

and different testing data. These accuracy values 

demonstrate the superiority of our proposed model over 

the other models. 

 

 

Fig. 3. Accuracy of each model. 

B. Precision 

Fig. 4 shows the five well-known models used to 

compare validation data and new and different testing data. 

All of them exceed 0.8, but none exceed 0.9. The results 

in Fig. 4 also show that there are no symptoms of 

overfitting. Meanwhile, our proposed model has precision 

values of 0.89 and 0.94 for validation data and new and 

different testing data, respectively. This result shows that 

our proposed model outperforms other benchmark models. 
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Fig. 4. Precision of each model. 

C. Recall 

The recall values in Fig. 5 show that all models have 

excellent recall values in the validation data. Meanwhile, 

in the new and different testing data, only the AlexNet 

model reached 0.9, and our proposed model reached a 

value of 0.95. These results demonstrate the superiority of 

our model over other models. Fig. 5 also shows no 

overfitting in the recall values obtained. 

 

 

Fig. 5. Recall of each model. 

D. F1-Score 

The F1-Score in Fig. 6 shows that the values of the five 

well-known models used are 0.75 to 0.81 for validation 

data and new and different testing data. However, all well-

known models have an accuracy above 0.97 for training 

data. These results show that the F1-Score is below the 

training and validation data values. Meanwhile, our 

proposed model shows almost the same F1-Score as five 

well-known models on the training data. Our proposed 

model outperforms well-known benchmark models on 

validation data and new and different testing data. 

 

Fig. 6. F1-Score of each model. 

TABLE I. PERFORMANCE OF ALL MODELS 

Models  Training 

Data 

Validation 

Data 

New and 

Different 

Testing 

Data 

EfficientNetB

0 

Accuracy 0.98 0.77 0.75 

Precision 0.98 0.83 0.82 

Recall 0.97 0.96 0.83 

F1-score 0.99 0.79 0.77 

AUC-

ROC 
0.98 0.73 0.70 

Alexnet 

Accuracy 0.99 0.82 0.80 

Precision 0.99 0.87 0.85 

Recall 0.98 0.97 0.90 

F1-score 0.98 0.81 0.79 

AUC-

ROC 
0.99 0.75 0.72 

InceptionV3 

Accuracy 0.99 0.87 0.85 

Precision 0.97 0.84 0.82 

Recall 0.97 0.96 0.80 

F1-score 0.98 0.78 0.76 

AUC-

ROC 
0.98 0.74 0.71 

MobileNetV2 

Accuracy 0.98 0.75 0.73 

Precision 0.98 0.85 0.83 

Recall 0.97 0.96 0.82 

F1-score 0.97 0.78 0.75 

AUC-

ROC 
0.99 0.76 0.72 

VGG16 

Accuracy 0.99 0.77 0.75 

Precision 0.98 0.86 0.84 

Recall 0.98 0.97 0.83 

F1-score 0.97 0.79 0.77 

AUC-

ROC 
0.99 0.76 0.73 

Proposed 

Model 

Accuracy 0.99 0.96 0.95 

Precision 0.99 0.89 0.94 

Recall 0.99 0.98 0.95 

F1-score 0.99 0.91 0.93 

AUC-

ROC 
0.99 0.84 0.94 

E. AUC-ROC 

Fig. 7 shows that the well-known model has an AUC-

ROC value on validation data and new and different 

testing data lower than the training data. The AUC-ROC 

values in Fig. 7 shows the superiority of our proposed 

model compared to the well-known model used as a 

comparison. 

 
Fig. 7. AUC-ROC of each model. 

Table I shows the overall results of the experiments 

carried out in this study. Table I presents the Accuracy, 
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Precision, Recall, F1-Score, and AUC-ROC values for 

each model used. 

Based on the Accuracy, Precision, Recall, F1-Score, 

and AUC-ROC values presented in Table I, we can 

analyze that our proposed model consistently outperforms 

the five well-known models used as comparisons. The 

model we proposed has only three layers of convolutional 

layers. The number of layers is smaller than the five well-

known models used for comparison. The proposed model 

on new and different data testing consistently outperforms 

the five well-known models. 

Based on these findings, we can confidently assert that 

our proposed model is appropriate for distinguishing 

between healthy and diseased patchouli leaves. 

Meanwhile, the five well-known models used as 

performance comparisons were not optimal because 

patchouli leaf disease was a small dataset. Meanwhile, the 

well-known models used for comparison are more 

complex. Hence, the results for the patchouli dataset as a 

small dataset are less suitable than the simple model we 

proposed. Thus, these models do not perform 

optimistically for the patchouli leaf dataset. 

We recommend the proposed model as an early 

detection system for patchouli leaf disease based on these 

results. The model can act as an early identification system 

for patchouli leaf disease that will assist farmers in 

selecting patchouli seeds or parents for patchouli 

cultivation. This system will help identify healthy 

patchouli seedlings by identifying the presence or absence 

of disease in patchouli leaves. Ensuring that the patchouli 

used as seeds/parents are free from disease (healthy) will 

prevent the spread of patchouli disease from one area to 

another. It is based on the fact that Patchouli seeds are 

often brought from an area providing patchouli seeds to 

another area, which will be used as a place or area for 

patchouli cultivation. 

IV. CONCLUSIONS 

This study focuses on the early diagnosis of patchouli 

leaf disease in Indonesia using a Convolutional Neural 

Network (CNN) technique. Currently, specialists rely on 

laboratory testing of antiviral serum to promptly detect the 

health status of patchouli plants. Nevertheless, this testing 

procedure incurs high costs. Thus, this paper introduced a 

novel Convolutional Neural Network (CNN) structure for 

detecting patchouli leaf disease. We have devised a 

technique that aims to detect the health status of a 

patchouli leaf at an early stage, distinguishing between 

damaged and healthy leaves. The architecture of our CNN 

model consists of three convolutional layers, followed by 

a dense layer and a dropout layer. We compare the 

proposed and established models, including 

EfficientNetB0, AlexNet, InceptionV3, MobileNetV2, 

and VGG16. The results demonstrate that the proposed 

model surpassed five renowned models in comparison. 

The confirmation was obtained through the prediction of 

novel and distinct testing results. This research aims to 

facilitate the early detection of patchouli leaf disease, 

mitigating the financial burden of diagnosing such 

diseases. 

CONFLICT OF INTEREST 

The authors declare no conflict of interest 

AUTHOR CONTRIBUTIONS 

R initiated the research topic, provided guidance in the 

research, assisted in refining the research findings, 

conceived and designed the experiments, analyzed and 

interpreted the data, analysis tools or data and wrote the 

paper. RN contributed reagents, materials, and wrote the 

paper. SK assisted in refining the research findings, 

conceived and designed the experiments, analyzed and 

interpreted the data. SR provided guidance in the research 

and assisted in refining the research findings. M 

contributed reagents, materials, and wrote the paper. 

NKCP provided guidance in the research and assisted in 

refining the research findings. MHB provided guidance in 

the research and assisted in refining the research findings. 

KU provided guidance in the research and assisted in 

refining the research findings. All authors had approved 

the final version. 

FUNDING 

This work is supported by Telkom University. 

REFERENCES 

[1] H. Smith, Sumarsana, L. R. Fasa, and S. Idrus, “The yield, alcohol 

patchouli content and chemical composition of patchouli oil from 

moluccas and aceh,” in Proc. AIP Conference, 2021, vol. 2360, no. 

1. 

[2] M. Miftakhurohmah, G. Suastika, and T. A. Damayanti, 

“Serological and molecular detection of several types of viruses 

associated with patchouli mosaic disease (pogostemon cablin 

benth),” Journal of Industrial Plant Research, vol. 19, no. 3, pp. 

130–138, 2013. (in Indonesian) 

[3] M. Miftakhurohmah and R. Noveriza, “Patchouli virus: 

Identification, biological and physical characteristics, and control 

efforts,” Journal of Agricultural Research and Development, vol. 

34, no. 1, pp. 1–8, 2015. (in Indonesian) 

[4] R. Noveriza, T. L. Mardiningsih, J. Nefri, and S. Riffiah, 

“Effectiveness of clove nano biopesticides against mosaic virus in 

patchouli,” Tropical Planta: Agroscience Journal, vol. 9, no. 2, pp. 

82–89, 2021. (in Indonesian) 

[5] R. Noveriza, “Current status of mosaic disease on patchouli and its 

control in Indonesia,” Perspective, vol. 15, no. 2, pp. 87–95, 2016. 

(in Indonesian) 

[6] R. Noveriza, G. Suastika, S. H. Hidayat, and U. Kartosuwondo, 

“Transmission of potyvirus that causes mosaic disease in patchouli 

plants via the aphis gossypii vector,” Indonesian Journal of 

Phytopathology, vol. 8, no. 3, pp. 65–65, 2012. (in Indonesian) 

[7] J. Lu, L. Tan, and H. Jiang, “Review on Convolutional Neural 

Network (CNN) applied to plant leaf disease classification,” 

Agriculture, vol. 11, no. 8, 2021. 

[8] T. Dalal and M. Singh, “Review paper on leaf diseases detection 

and classification using various CNN techniques,” Mobile Radio 

Communications and 5G Networks, pp. 153–162, 2021. 

[9] P. Deepalakshmi, K. Lavanya, and P. N. Srinivasu, “Plant leaf 

disease detection using cnn algorithm,” International Journal of 

Information System Modeling and Design (IJISMD), vol. 12, no. 1, 

pp. 1–21, 2021. 

[10] R. Swathika, S. Srinidhi, N. Radha, and K. Sowmya, “Disease 

identification in paddy leaves using CNN based deep learning,” in 

Proc. 2021 Third International Conference on Intelligent 

Communication Technologies and Virtual Mobile Networks 

(ICICV), 2021, pp. 1004–1008. 

[11] P. Sharma, Y. P. S. Berwal, and W. Ghai, “Performance analysis 

of deep learning CNN models for disease detection in plants using 

Journal of Image and Graphics, Vol. 12, No. 2, 2024

142



image segmentation,” Information Processing in Agriculture, vol. 

7, no. 4, pp. 566–574, 2020. 

[12] T. Hoeser and C. Kuenzer, “Object detection and image 

segmentation with deep learning on earth observation data: A 

review-part i: Evolution and recent trends,” Remote Sensing, vol. 

12, no. 10, 2020. 

[13] D. Im, D. Han, S. Choi, S. Kang, and H.-J. Yoo, “Dt-cnn: Dilated 

and transposed convolution neural network accelerator for real-

time image segmentation on mobile devices,” in Proc. 2019 IEEE 

International Symposium on Circuits and Systems (ISCAS), 2019, 

pp. 1–5. 

[14] S. Minaee, Y. Y. Boykov, F. Porikli, A. J. Plaza, N. Kehtarnavaz, 

and D. Terzopoulos, “Image segmentation using deep learning: A 

survey,” IEEE Transactions on Pattern Analysis and Machine 

Intelligence, 2021. 

[15] X. Zhou, Y. Li, and W. Liang, “CNN-RNN based intelligent 

recommendation for online medical pre-diagnosis support,” 

IEEE/ACM Transactions on Computational Biology and 

Bioinformatics, 2020. 

[16] P. Khatamino, I. Canturk, and L. Ozyılmaz, “A deep learning-CNN 

based system for medical diagnosis: An application on parkinson’s 

disease handwriting drawings,” in Proc. 2018 6th International 

Conference on Control Engineering & Information Technology 

(CEIT), 2018, pp. 1–6. 

[17] M. Polsinelli, L. Cinque, and G. Placidi, “A light CNN for 

detecting COVID-19 from CT scans of the chest,” Pattern 

Recognition Letters, vol. 140, pp. 95–100, 2020. 

[18] S. Dabeer, M. M. Khan, and S. Islam, “Cancer diagnosis in 

histopathological image: CNN based approach,” Informatics in 

Medicine Unlocked, vol. 16, 2019. 

[19] S. Deepak and P. Ameer, “Brain tumor classification using deep 

CNN features via transfer learning,” Computers in Biology and 

Medicine, vol. 111, 103345, 2019. 

[20] S. Sa’idah, I. P. Y. N. Suparta, and S. R. Fauziah, “Efficient scaling 

of convolutional neural network for detecting and classifying 

pneumonia disease,” in Proc. 2021 4th International Seminar on 

Research of Information Technology and Intelligent Systems 

(ISRITI), 2021, pp. 581–586. 

[21] G. A. Salsabila, S. Sa’idah, and Rustam, “Anemia detection 

through conjunctiva on eyes using histogram of oriented gradients 

and decision tree classification,” in Proc. 2022 8th International 

Conference on Science and Technology (ICST), vol. 1, 2022, pp. 

1–6. 

[22] R. Karthik, M. Hariharan, S. Anand, P. Mathikshara, A. Johnson, 

and R. Menaka, “Attention embedded residual CNN for disease 

detection in tomato leaves,” Applied Soft Computing, vol. 86, 

105933, 2020. 

[23] M. Agarwal, S. K. Gupta, and K. Biswas, “Development of 

efficient CNN model for tomato crop disease identification,” 

Sustainable Computing: Informatics and Systems, vol. 28, 100407, 

2020. 

[24] A. Elhassouny and F. Smarandache, “Smart mobile application to 

recognize tomato leaf diseases using convolutional neural 

networks,” in Proc. 2019 International Conference of Computer 

Science and Renewable Energies (ICCSRE), 2019, pp. 1–4. 

[25] V. Gonzalez-Huitron, J. A. Leon-Borges, A. Rodriguez-Mata, L. E. 

Amabilis-Sosa, B. Ramirez-Pereda, and H. Rodriguez, “Disease 

detection in tomato leaves via CNN with lightweight architectures 

implemented in raspberry pi 4,” Computers and Electronics in 

Agriculture, vol. 181, 105951, 2021. 

[26] T.-T. Tran, J.-W. Choi, T.-T. H. Le, and J.-W. Kim, “A 

comparative study of deep CNN in forecasting and classifying the 

macronutrient deficiencies on development of tomato plant,” 

Applied Sciences, vol. 9, no. 8, 1601, 2019. 

[27] S. Ghosal and K. Sarkar, “Rice leaf diseases classification using 

CNN with transfer learning,” in Proc. 2020 IEEE Calcutta 

Conference (CALCON), 2020, pp. 230–236. 

[28] B. S. Bari, M. N. Islam, M. Rashid, M. J. Hasan, M. A. M. Razman, 

R. M. Musa, A. F. A. Nasir, and A. P. A. Majeed, “A real-time 

approach of diagnosing rice leaf disease using deep learning-based 

faster R-CNN framework,” PeerJ Computer Science, vol. 7, 432, 

2021. 

[29] S. Bhattacharya, A. Mukherjee, and S. Phadikar, “A deep learning 

approach for the classification of rice leaf diseases,” Intelligence 

Enabled Research, pp. 61–69, 2020. 

[30] M. Al-Amin, D. Z. Karim, and T. A. Bushra, “Prediction of rice 

disease from leaves using deep convolution neural network towards 

a digital agricultural system,” in Proc. 2019 22nd International 

Conference on Computer and Information Technology (ICCIT), 

2019, pp. 1–5. 

[31] G. Zhou, W. Zhang, A. Chen, M. He, and X. Ma, “Rapid detection 

of rice disease based on FCM-KM and faster R-CNN fusion,” IEEE 

Access, vol. 7, pp. 190–206, 2019. 

[32] E. Correa, M. Garcia, G. Grosso, J. Huamantoma, and W. Ipanaque, 

“Design and implementation of a CNN architecture to classify 

images of banana leaves with diseases,” in Proc. 2021 IEEE 

International Conference on Automation/XXIV Congress of the 

Chilean Association of Automatic Control (ICA-ACCA), 2021, pp. 

1–6. 

[33] A. Criollo, M. Mendoza, E. Saavedra, and G. Vargas, “Design and 

evaluation of a convolutional neural network for banana leaf 

diseases classification,” in Proc. 2020 IEEE Engineering 

International Research Conference (EIRCON), 2020, pp. 1–4. 

[34] M. G. Selvaraj, A. Vergara, H. Ruiz, N. Safari, S. Elayabalan, W. 

Ocimati, and G. Blomme, “Ai-powered banana diseases and pest 

detection,” Plant Methods, vol. 15, no. 1, pp. 1–11, 2019. 

[35] P. Sahu, A. Chug, A. P. Singh, D. Singh, and R. P. Singh, 

“Classification and activation map visualization of banana diseases 

using deep learning models,” in Proc. International Conference on 

Innovative Computing and Communication, 2022, pp. 751–767. 

[36] G. Kaur, “Detection of bacterial leaf blight disease of cotton 

(Gossypium hirsutum l.) using Convolution Neural Network 

(CNN): Simulations with Support Vector Machine (SVM) and 

naive bayes algorithms,” Design Engineering, pp. 2384–2400, 

2021. 

[37] A. Jenifa, R. Ramalakshmi, and V. Ramachandran, “Cotton leaf 

disease classification using deep convolution neural network for 

sustainable cotton production,” in Proc. 2019 IEEE International 

Conference on Clean Energy and Energy Efficient Electronics 

Circuit for Sustainable Development (INCCES), 2019, pp. 1–3. 

[38] M. Zekiwos and A. Bruck, “Deep learning-based image processing 

for cotton leaf disease and pest diagnosis,” Journal of Electrical 

and Computer Engineering, vol. 2021, 2021. 

[39] S. Kiziloluk, “Comparison of standard and pretrained CNN models 

for potato, cotton, bean and banana disease detection,” Naturengs, 

vol. 2, no. 2, pp. 86–99, 2021. 

[40] Rustam, A. Y. Gunawan, and M. T. A. P. Kresnowati, “The hard c-

means algorithm for clustering indonesian plantation commodity 

based on metabolites composition,” Journal of Physics: 

Conference Series, vol. 1315, no. 1, 12085, 2019. 

[41] Rustam, A. Y. Gunawan, and M. T. A. P. Kresnowati, “Artificial 

neural network approach for the identification of clove buds origin 

based on metabolites composition,” Acta Polytechnica, vol. 60, no. 

5, pp. 440–447, 2020. 

[42] Rustam, A. Y. Gunawan, and M. T. A. P. Kresnowati, “Data 

dimensionality reduction technique for clustering problem of 

metabolomics data,” Heliyon, vol 8, no. 6, e09715, 2022. 

[43] Rustam, K. Usman, M. Kamaruddin, D. Chamidah, K. Saleh, Y. 

Eliskar, I. Marzuki, “Modified possibilistic fuzzy c-means 

algorithm for clustering incomplete data sets,” Acta Polytechnica, 

vol. 61, no. 2, pp. 364–377, 2021. 

[44] M. Sardogan, A. Tuncer, and Y. Ozen, “Plant leaf disease detection 

and classification based on CNN with LVQ algorithm,” in Proc. 

2018 3rd International Conference on Computer Science and 

Engineering (UBMK), 2018, pp. 382–385. 

[45] A. Karlekar and A. Seal, “Soynet: Soybean leaf diseases 

classification,” Computers and Electronics in Agriculture, vol. 172, 

105342, 2020. 

[46] Y. Ho and S. Wookey, “The real-world-weight cross-entropy loss 

function: Modeling the costs of mislabeling,” IEEE Access, vol. 8, 

pp. 4806–4813, 2019. 

[47] M. Tan and Q. Le, “Efficientnet: Rethinking model scaling for 

convolutional neural networks,” in Proc. International Conference 

on Machine Learning, 2019, pp. 6105–6114. 

[48] A. Krizhevsky, I. Sutskever, and G. E. Hinton, “Imagenet 

classification with deep convolutional neural networks,” Advances 

in Neural Information Processing Systems, vol. 25, 2012. 

[49] C. Szegedy, W. Liu, Y. Jia, P. Sermanet, S. Reed, D. Anguelov, D. 

Erhan, V. Vanhoucke, and A. Rabinovich, “Going deeper with 

convolutions,” in Proc. the IEEE Conference on Computer Vision 

and Pattern Recognition, 2015, pp. 1–9. 

Journal of Image and Graphics, Vol. 12, No. 2, 2024

143



[50] M. Sandler, A. Howard, M. Zhu, A. Zhmoginov, and L.-C. Chen, 

“Mobilenetv2: Inverted residuals and linear bottlenecks,” in Proc. 

the IEEE Conference on Computer Vision and Pattern Recognition, 

2018, pp. 4510–4520. 

[51] P. N. Huu, V. T. Quang, C. N. Le Bao, and Q. T. Minh, “Proposed 

detection face model by MobileNetV2 using Asian data set,” 

Journal of Electrical and Computer Engineering, vol. 2022, 2022. 

[52] A. Michele, V. Colin, and D. D. Santika, “MobileNet convolutional 

neural networks and support vector machines for palmprint 

recognition,” Procedia Computer Science, vol. 157, pp. 110–117, 

2019. 

[53] K. Simonyan and A. Zisserman, “Very deep convolutional 

networks for large-scale image recognition,” arXiv preprint, 

arXiv:1409.1556, 2014. 

 

Copyright © 2024 by the authors. This is an open access article 

distributed under the Creative Commons Attribution License (CC BY-

NC-ND 4.0), which permits use, distribution and reproduction in any 

medium, provided that the article is properly cited, the use is non-

commercial and no modifications or adaptations are made. 

 

Journal of Image and Graphics, Vol. 12, No. 2, 2024

144

https://creativecommons.org/licenses/by-nc-nd/4.0/
https://creativecommons.org/licenses/by-nc-nd/4.0/

	3-JOIG-11281-Indonesia+Taiwan+South Korea-贾惠婷



